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Miyamoto*, The small GTPase Rab5 homologue Ypts regulates cell morphology,
sexual development, ion-stress response and vacuolar formation in fission
yeast. Biochem Biophys Res Commun, 441(4): p. 867-72. (2013)
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H3K79 methylation promotes the formation of meiotic double-strand breaks in
the absence of histone H3K4 methylation in budding yeast. PLoS One, accepted
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BEERE 103,000,000 81,762,000 21,238,000 0 0
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