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A diploid organism has two copies of each gene in the genome, one inherited
from each parent. The expression of two inherited genes is sometimes biased by

the effects known as dominance/recessive relationships, which determine the final
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phenotype of the organism. To explore the mechanisms underlying these
relationships, I have examined the molecular mechanism of dominant/recessive
relationships between alleles in plants in terms of epigenetic regulations using
whole genome approaches.

I sequenced the whole mRNA from seedlings of two Arabidopsis accessions and
their F, progeny. Using differential expression analysis, I identified several
up—regulated and down-regulated genes in F, hybrids. By using SNP data from two
accessions, I also identified several dominantly expressed genes in F; hybrid,
whereas each allele is equally expressed in parental lines. In addition, I found
noncoding RNAs that may act in t¢rans in heterologous genomes to regulate

monoallelic gene expression in F; hybrid
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