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In this research project applying network theoretical analyses to high-throughput DNA barcoding

data of complex biological communities in soil, | and colleagues have developed a series of
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methodological and theoretical platforms for the community ecological analyses of belowground
“symbiotic networks”. These platforms allow whole-community investigations of the architecture of
complex and hyper-species-rich networks of plants and their microbial partners in soil such as
myecorrhizal fungi, root endophytic fungi, and parasitic/mutualistic bacteria. We anticipate these
methodological and theoretical studies to be starting point for utilizing integrated knowledge of
complex soil organismal communities in the management and restoration of various types of

terrestrial ecosystems.
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