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(X)) : Disturbances in plant phenology by global worming have been reported in many locations in the world.
Their negative effects on crop productions and ecosystem functions are expected. It is necessary to improve the
prediction methods of plant phenology by incorporating gene expression analyses. In the project, we developed a
high—throughput RNA-seq method to apply it on the time—series samples from a natural plant population. The most
prominent data set obtained was 2—year seasonal transcriptome of Arabidopsis halleri that covered 20,000 genes.
The data allowed us modeling many genes against meteorological data. The developed method can be applied to
various technologies, including early report of plant phenology, predictions of plant responses to global warming,

and designed breeding of crops.
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