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- Yoshida, K., Saitoh, H. et al. (2009) Association
genetics reveals three novel avilurence genes
from the rice Dblast fungal pathogen
Magnaporthe oryzae. Plant Cell 21:1573-1591.
+ Okuyama, Y., Kanzaki, H. et al (2010) A
multifaceted genomics approach allows the
isolation of the rice Pia-blast resistance gene
consisting of two adjacent NBS-LRR protein
genes. Plant J. 66:467-479.
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