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Analysis of genes silenced by DNA methylation: Anexplorationin human cancer genome

DNA methylation is an important factor in the epigenetic silencing of genes. Significant
data has been accumulated for DNA methylation in the development. Recently, DNA
methylation was received growing attention aso in oncogenesis. Cancer cells proliferate
unlimitedly because the phenotype is somatically inherited to the next generation. DNA
methylation is thought to be a key factor that mediates this somatic inheritance in adult
cancer. | havebeenanal yzingcancergenomeusingRestriction LandmarkGenomic Scanning
(RLGS), and reported a new growth suppressor gene, SOCS-1. The purpose of this project
is to isolate genes silenced by DNA methylation from theanal ysi sof RL GS,andidentify the
function of these genes in cancer. This study is expected to elucidate the crucia role of

promoter methylation, which renders cancer specific genomeinformation tosomaticcells.

Yoshikawa H, €t. al.,SOCS-1, a negative regulator of the JAK/STAT pathway, issilenced

by methylation in human hepatocellular carcinoma and shows growth suppression activity.
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Fiscal years 2002-2006. (5years)

(inthousandofyen)

FY 2002 FY 2003 FY 2004 FY 2005 FY 2006 TOTAL

27,400 14,600 14.600 14,600 14,600 85,800
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