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Endoscopic . # of
Age Current Mayo Location Activity #of Frozen Lin(-)CD11c(+)
B®  Gender Disease HBI SCCAIl . V . at location _ # of LP cells 16S sequencing
(y/o) treatments Clinical  of biopsy N Biopsy Stock HLA-DR (+)
of biopsy
Score cells

1 60 F cD Mesalamine 6 NA 0 NA Right colon non-active 6 Yes 0.8 10° 811 Waiting
2 72 F UC  Sulfasalazine NA 0 NA 2 SE:‘Q‘:" active 6 Yes 1.5% 10° 7768 Done
3 53 M uc  Adalimumab g, 0 ferEming e G Yes 0.8 10° 2780 Waiting

Azathioprine colon
4 71 M €D  Ustekinumab ©0 NA 6 NA Teﬂrm'"al active 4 Yes 0.7% 10° 4201 Waiting

eum

5 57 M UC  Vedolizumab NA 0O  NA 1 ASEZI"DC:]'"E active 6 Yes 0.8% 10° 569 Waiting
6 ] M €D Vedolizumab © NA 3 NA T?I'emu'r'r‘]a' active 6 Yes 1.4 10° 1001 Done
7 61 F D Infliximab 1 NA 2 NA ASEZI"D?]'"E non-active 6 Yes 1.0 10° 962 Waiting
8 68 M UC  Mesalamine NA O  NA 0 ASEZ;‘;:"E non-active 6 Yes 0.25% 10° 458 Waiting

Adalimumab AEs
9 64 F cD . 7 NA 9 NA terminal active 5 No 3.4 10° NA* NA*

Prednisone "
ileum

10 42 F uc Tofacitinib NA 4 NA 2 Rectum active 6 No 1.7 10° NA* NA*

Vedolizumab . s s o
11 25 F cD 2 NA 6 NA Left colon active 6 No 1.0x 10 NA NA’

Methotrexate
12 20 F uc Infliimab ~ NA 0 NA 2 SE:‘Q‘:" active 6 No 1.7% 10° 8904 Done
13 21 M UC  Adalimumab NA 0  NA 2 T"c'::l‘;:’“ active 6 No 1.8x 10° 10000 Waiting
14 22 M UC  Adalimumab NA 3 NA 1 ASEZI"DC:]'"E active 6 No 0.8 10° NA* NA*
15 33 M €D  Adalimumab ©0 NA O NA T'ac';i‘;z“e non-active 6 No 0.5% 10° 2012 Waiting

UC, ulcerative colitis; CD, Crohn’s disase; HBI, Harvey-Bradshaw Index; SCCAI, Simple clinical colitis activity index; SES-CD, Simple endoscopic score for Crohn’s disease
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