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2022 fF(C(F. AR5 90 RDOFE MR D FER SN, AENBIT D 5 DOEEGRAFTT—N(TaD
REF|MIFHX & U TIE. "Reconstituting human somitogenesis in vitro" (Nature ; Alev. WA (3R). T4 ;

HRT—N 1.2.4)."An ex vivo system to study cellular dynamics underlying mouse peri-implantation
development" (Dev. Cell ; #&; i3 7—< 2. 4). "Nucleome programming is required for the foundation
of totipotency in mammalian germline development" (EMBO J. ; &%, M. #)ll. WX (3R) ; AxXT
—< 1. 2. 4). "Ex vivo reconstitution of fetal oocyte development in humans and monkeys" (EMBO
J. ; &k, L ; 8> —< 1. 2. 4). "Delamination of trophoblast-like syncytia from the amniotic
ectodermal analogue in human primed embryonic stem cell-based differentiation model" (Cell Rep. ;
K& ; ARFT—N 2. 4). "Machine learning dissection of human accelerated regions in primate
neurodevelopment" (Neuron ; #.E ; BiR>T—< 1. 2. 4). "Temporal dynamics of the sensorimotor
convergence underlying voluntary limb movement" (PNAS ; & ; #5857 —< 1. 2. 3). "Amplified
EPOR/JAK2 Genes Define a Unique Subtype of Acute Erythroid Leukemia" (Blood Cancer Discov. ;
INIGE) ; AR5 —~ 1), "CD153/CD30 signaling promotes age-dependent tertiary lymphoid tissue
expansion and kidney injury" (J. Clin. Invest. ; 1 ; %7 —< 1. 2). "Lineage tracing analysis
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defines erythropoietin-producing cells as a distinct subpopulation of resident fibroblasts with unique
behaviors" (Kidney Int. ; 1M ; 5> —<~ 1. 2). "Resolution of the curse of dimensionality in single-
cell RNA sequencing data analysis" (Life Sci. Alliance ; . #=#E. WA (3G) ; ART—< 1. 2).
"Current status of cell-based interventions in Japan" (Cell Stem Cell ; B&H ; i35 —~ 5) W' &EIF5
N3 (1. HRREKEDMHE] =S08).,
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FHSDREEARSE KEFRRER OISR ZEHE T SR NAT Y THROEMD#EAF#E LT, 2019 FELD
H5TERkHIE ASHBI Fusion Research Grant Program %=:%(7TU\%. 2022 &E(C(Z. [Single-molecule
elucidation of higher-order chromatin folding dynamics in individual cells] (SignAC MDstHRHR(\B %
ZEEMZEORMEMTT) LU [Unraveling transcriptional regulatory mechanism of transposable
elements across species| (% G DEBAXRV\IEMERBISIAR) D2 4Z#Hz(CFERL. R7E. &5
11 OO0 M EITHTHD. COBKRFETOHFTDO—EB(E. "Reconstituting human
somitogenesis in vitro" (Nature ; Alev, WUZA ($R). it#; HAFERFT— 1. 2. 4). "Nucleome programming
is required for the foundation of totipotency in mammalian germline development" (EMBO J. ; &,
EE. A, xR (/) ; AET—< 1. 2. 4). "Resolution of the curse of dimensionality in single-cell
RNA sequencing data analysis" (Life Sci. Alliance ; ¥R, &k, WA (JR) ; ART—T 1. 2) IRED
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EMBO Workshop: Molecular Mechanisms of Developmental and Regenerative Biology (2022
F 4 8). EEYT—RXT—JL IJANUBET Symposium (2022 9 B). Workshop for Mathematical
Human Biology (2022 % 11 A). Ethical, Legal, and Social Issues of Human Brain Organoid
Research and Application (2022 % 12 A). Human Development from Embryos to Stem Cell
Models (2023 % 3 A). Deconstructing and Reconstructing embryonic development (2023 &
3 A) @6 DOAMUEREREZZA DA N/ A SAHEATHELURZ (13. EfNRARIREORER |
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