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- Fellow’s name (#&EfK4): Perrine HERVE (ID No.P25705)

- Name and title of the lecture assistant (E&EMBEIE DR -K4)

- Participating school (%#%4): Tochigi Prefectural Sano High School

- Date (SHEHHE):23/01/2026 (Date/Month/Year:B/B /%)

- Lecture title (E&REH):

Fundamental study of protozoan parasites using molecular and cellular biology

- Lecture format (#&#=):
€ X Onsite - [Online (Please choose one.) (M@ * A2T42) ((EBLLMFEIRIZELY, )
®Llecture time (EZFE) _30min (2), Q&Atime (BEEESERRE) _20 min (5)
@ Lecture style (ex.: used projector, conducted experiments)
(GBEAE P70 zoa—ERICKSEE. RR-EEOHEELL))
Projector, powerpoint slides

- Lecture summary (GE=&#1%): Please summarize your lecture within 200-500 words.

| presented the general biology of protozoan parasites and several techniques in molecular and
cellular biology commonly used in research labs, including CRISPR, Immunofluorescence... After
that, | presented a project using those different techniques, most specifically my PhD project
which was done on the roles of a protein in the biology of lipid droplets in the parasite
Trypanosoma brucei. | presented the parasite, lipid droplets as an organelle and then explained
how we can study this organelle using different techniques explained in the introduction. Notably,
| showed how we first identified the proteins | worked on during my PhD by computational and
bioinformatic analyses and comparing human and parasites genomes, and after selection of the
proteins, | explained how we used CRISPR to modify the genome of the parasite. First, to uncover
the localisation of the proteins of interest, and then how to understand the role of those proteins
by "reverse genomics” and “functional genomics”, using once again CRISPR to inactive gene
translation into functional proteins and understand the function of the proteins by different
techniques (immunofluorescence, growth curves, different -omics analyses). | then summarized
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different results we obtained conducting those experiments to show how important it is to go
deeper into our research to obtain informations and make it valuable. Then, | brifely explained my
current post-doc project at the University of Tokyo, showing preliminary results.

@ Other noteworthy information (ZFMihiFEST REEIE):

- Impressions and comments from the lecture assistant (BZ#HMEOANS. ATOTSLIZHT S
ER-BREEAHYELS, BEELLVLET, ):






