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(EX):

This research project focused on the development of the in-cell NMR technique as a
robust tool for the direct observation of protein behaviours in living cells. The achievements
of this project contain: (1) the successful determination of the world’s first protein 3D
structure in living eukaryotic cells, (2) the detailed investigation of the effects of the
intracellular environment on the folding process of proteins, and (3) the newly developed
various experimental methods which enabled these advanced in-cell NMR analyses. This

research project opened new avenues for the in situ observation of 3D structures, dynamics
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and interactions of various proteins, and how they change in response to biological events in
living environments. The outcome of this research can have spillover effects on drug

discovery and state-of-the-art medical technologies.
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