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(%3X): Inthis project, we elucidated structural and mechanistic bases of the protein
disulfide bond formation and cleavage systems involved in protein quality control in the
endoplasmic reticulum. We also developed the methodologies for identifying novel
redox networks underlying these systems and characterizing their physiological roles.
Since the disulfide bond formation is closely involved in biosynthesis of immunoglobulin,
insulin, blood coagulation factors and so on, our research is of both cell biological and
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medical importance. Insights gained in this work will reveal molecular mechanisms of
the protein and redox homeostasis in cells and shed light on neurodegenerative
diseases, immunodeficiency and diabetes caused by the disruption of the cellular
homeostasis.
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