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(&EX):
In this research project, we focused elucidation of function of oncogene RAS. RAS involves in
not only oncogenesis, but development and differentiation. The mechanisms how genes related
development are specifically selected during developmental stages are still controversial. The

extensive time course data which we obtained in this project are expected to contribute to
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develop a new basic concept for oncogenesis, development, differentiation, and regeneration.
RAS is reported to be frequently mutated in pancreatic cancers. In this project, we reported
effects on histone modification and transcription by abnormal activation of RAS. These new

findings progress the understanding of human oncogenesis significantly.
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THMER AR L, £, 20 OE(LIZEEA RAS X° Raf ORBFEIFILIZ L - Tk
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sequence & RNA sequence Z#{T-o7-, Z OV . 100 UL EOBELGFDMERTZALA
FEINDHZE, TLTEOENTBEDOENRZRICEZDZERHBH L, ZoZ &
%, BRSO Histone (Effi & & 2 HAL T 7= Histone H3K2Tme3 13X, #RGHNH| DOF5
BRFTIERNI L 2R L TWD, £z, FFEM RAS Z AT, Histone H3K27me3 @
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