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bR I EAERPSDIZDOWNTIE, EBMES2E Synechocystis sp. PCC6803 #REAE®D PS1 #FALVT
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TILRF DU (Fd)IkFEFeFelER A7 F— € (CrHYdADICEAL T, KM E  Clostridium
acetobutylicum ZRALELI-REFRBRICEY, BiEMA CrHydA 2 AZ BRI LFHEICHYL
TLV%, CrHydAl BAEB LY Fd EDEERDRATHRBIERDY =0T ET>TVSA, WEFETD
i, BEMMAIGELHERIEBEO TGN, XIEER I EEAK(PSICEALTIE, BEMESVE
Synechocystis sp. PCC6803 A\ D PS1 B TORERILZEITLTED TET-, 0.6 mm BE D LLEAMK
ROBEERTERMREAILICHRIIL, BME TRV -EIIEREZIT>T 1.5A HERETEERTE
T2tz 7/ LIEBRMOSHRINTEY PsaX HTLZwrEREBLTLNDER, Psak YT 1V NHF
MIZMICEEZETHOIBLEDMREZ/ TS, £/, PS1 & Fd LOEERBERIET, FAMSUE
Thermosynechococcus elongates BP—-1 M3 D PS1 & Fd TT-oTHY, IRE, KEEREBIRER
BICHERIERBRZITOTLD, VLAV EREER(GOGAT)ICEALTIE, 7O/ TBALI-BEIL
FETAVTHBEMWICHRBLEGHEZRFL-ER REGEEREBFHIEBICHIILT, 2.65A HERET
BEBRNETo#HR BRIBHERNSFEIN TV Fd-loop EFEIEN ZEIETIEAL, GOGAT M
[BFe-4S]1U T RARA—ITIEWVEIKIC Fd A EE T H5FEMHo71=, 1=, glutaminase RIEZEITIEBARIE
2-iminoglutarate EITREEITOITMMALERS A FAFYUoRILOTED, Fd #ESICKVFREINDIE
LM EESTz, CDEIE, Fd EOEERERKIZ 2 DOFEEFLERHASELKEHDHY, EESHERK
N7 UEZT ORNEMLGHD FREEZFIEILTOSATREMERET 5D THS, (644F)
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Shinmura K, Muraki N, Yoshida A, Hase T, Kurisu G. Crystallization and preliminary X-ray studies of an
54 electron—transfer complex of ferredoxin and ferredoxin—dependent glutamate synthase from the
cyanobacterium Leptolyngbya boryana. Acta Cryst. Sect F(2012) 68, 324-7.
Kon T, Oyama T, Shimo—Kon R, Imamula K, Shima T, Sutoh K, Kurisu G. The 2.8A crystal structure of the
dynein motor domain. Nature (2012) 484, 345-50
Kon T, Sutoh K, Kurisu G. X-ray structure of a functional full-length dynein motor domain. Nature Struct
Mol Biol. (2011) 18, 638-42
Shimegi T, Takusagawa Y, Ohtsuki T, Noda S, Kurisu G, Kusunoki M, Ui S. Construction of a tailor-made L
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Lett. (2011) 18, 825-30.
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Sakakibara Y, Kimura H, Iwamura A, Saitoh T, lkegami T, Kurisu G, Hase T. A new structural insight into
differential interaction of cyanobacterial and plant ferredoxins with nitrite reductase as revealed by NMR and
x—ray crystallographic studies.
J Biochem. (2012) published in May 2012
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D3k fREE iﬁ%xé'?z&a&) SRR ACD 2 :%:égf}:”
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FERE 40,500,000 18,570,000 0 21,930,000 0
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