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1. B E D ZEIRR (R (Bf7: 1)
®§N&Eﬁ.§§§£g% SRR ACD 2 %ggfg”
EERE 108,000,000 39,120,000 0 68,880,000 0
EEE 32,400,000 11,736,000 0| 20,664,000 0
&t 140,400,000 50,856,000 0| 89,544,000 0
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