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【Outline of survey】  
 In the course of malignant transformation, there accumulate various genetic mutations, 
structural aberrations and epigenetic changes. To identify those mutations in the cancer 
genome, systematic analysis of genome, transcriptome and epigenome will be required. I 
will develop novel applications for such genomic analysis on the high-throughput 
technologies, e.g. next generation sequencers. Through the integrated analysis of various 
types of genomic information, I will elucidate the network orchestrated by transcriptional 
factor complexes involved in cellular proliferation and survival, and the epigenetic 
regulation in development and differentiation. Furthermore, it will be crucial to integrate 
‘genetics’ and ‘genomics’, where I will investigate individual differences in 
transcriptional regulation. Finally, I aim to identify the signaling pathways that drive the 
cancer cells, which will be potential targets for cancer treatment. 
 
【Expected results】  

Through systematic genomic and epigenomic analysis of cancer genome, this research 
project will provide fundamental information related to carcinogenesis and may identify 
novel therapeutic targets and biomarkers for cancer. By integrating information on genetic 
variation, we may develop the prediction system for drug responses, which will enable the 
personalized medicine by patient stratification. 
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