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Analysis of genes silenced by DNA methylation: Anexplorationin human cancer genomeＴｉｔｌｅ ｏｆＰｒ

ｏｊｅｃｔ

DNA methylation is an important factor in the epigenetic silencing of genes. SignificantＡｂｓｔｒａｃｔ ｏｆ

data has been accumulated for DNA methylation in the development. Recently, DNAＲｅｓｅａｒｃｈＰｒｏ

methylation was received growing attention also in oncogenesis. Cancer cells proliferateｊｅｃｔ

unlimitedly because the phenotype is somatically inherited to the next generation. DNA

methylation is thought to be a key factor that mediates this somatic inheritance in adult

cancer. I havebeenanalyzingcancergenomeusingRestriction LandmarkGenomic Scanning

RLGS , and reported a new growth suppressor gene, SOCS-1. The purpose of this project( )

is to isolate genes silenced by DNA methylation from theanalysisofRLGS,andidentify the

function of these genes in cancer. This study is expected to elucidate the crucial role of

promoter methylation, which renders cancer specific genomeinformation tosomaticcells.

Yoshikawa H, .,SOCS-1, a negative regulator of the JAK/STAT pathway, issilencedＲｅｆｅｒｅｎｃｅｓ et. al

by methylation in human hepatocellular carcinoma and shows growth suppression activity.

Nature Genet. 28, 29-35, 2001.

( )Ｔｅｒｍ ｏｆ Ｐｒｏｊｅｃｔ Fiscal years 2002-2006. 5years

FY2002 FY2003 FY2004 FY2005 FY2006 TOTALＢｕｄｇｅｔ Ａｌｌｏｃ

ａｔｉｏｎ

27,400 14,600 14.600 14,600 14,600 85,800(inthousandofyen)

http://www.jfcr.or.jp/tci/tci_ehatsu.htmlＨｏｍｅｐａｇｅ Ａｄｄｒｅｓｓ


