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F90lm H AWM LERR S (IlB. 4/22) International symposium “The front line of cancer therapy”
Discovery of a new blomarker for gastroenterological cancers.
®  2nd International Symposium on New Frontiers of Systems Biology and Medicine (3. 7/13) Novel
Biomarker discovery through cancer genomics.
® 55 H ARRERI AR PESE A RS (BIR, 9/12) FeRIGEEL T DFTRIZERZ £ 9 B2 50
® International Conference on Fatigue Science 2005 (#F:1, 2/11) Gene Expression Signatures in CFS
patients.
®  The University of Tokyo International Symposium — Frontiers in Drug Development (HA{, 2/18)
Genomic Technology in Drug Development.
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®  526[HIH Kﬁ%ﬁfﬂ; cHAEEZREY - v v (R, 7/12-13) HERAEGFRIUTIC & 5 RIEMR R
~DT T a—
®  Genome Structural Variation Symposium (s 7> k| 7/21) New Algorithms for Mining Copy
Number Imbalances using Affymetrix SNP Arrays.
o [HFHHENFEAMFEE2005FEKE (BR.,. 8/25) High throughput biology: from genome diversity to
transcmptlonal regulation.
® 64l H AR SRS (FLR, 9/14-16) SV RV UL INAFH A T —~T 4 7 ADHERE L B AZWT -
IR DFER] A X7 b Ar DI L DI
®  Fedll AAFEARS (FLIR, 9/14-16) Vo R YU A MEBULER ~ORICMFZE : FES AL ¥/
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®  2nd Annual Asia Pacific Affymetrix User Group Meetings (3> 74" —/L, 10/24) From genome to
epigenome.
® International Symposium on Genome-Wide Epigenetics 2005 (Bii<. 11/8) Unbiased detection of DNA
methylation in human genome.
® 51 A ARSI R IFe s (AL, 11/17) Molecular Karyotyping
® Genome Structural Variation Sanger meeting (Hinxton, 11/26) Progress of Copy Number Variation
analysis by 500KEA array.
®  Fukuoka Symposium on Genome Diversity and Function (1§24, 12/11) Copy number alteration and
variation in human genome.
® The Ninth US-Japan Cellular and Gene Therapy Conference on Genomics and Proteomics
Technology in Biomarker Discovery (NIH, 2/23) Comprehensive analysis of genomic and epigenomic
variation on high density oligonucleotide array.
®  Affymetrix GeneChip Tiling Array Data Analysis Workshop (Boston, 3/23) Integrated analysis of
Genomic and Epigenomic regulation on tiling array.




